Stephanie A. Wankowicz (Mullane)

mullane.stephanie@gmail.com
Website: https://stephaniewankowicz.qgithub.io/
Github: https://github.com/stephaniewankowicz

EDUCATION
University of California San Francisco, San Francisco, CA.

Ph.D., Biophysics March 2023

University of Massachusetts Amherst, Amherst, MA.

B.S., Biochemistry and Molecular Biology May 2013

WORK/RESEARCH EXPERIENCE

UNIVERSITY OF CALIFORNIA SAN FRANCISCO

Postdoctoral Scholar, James Fraser Lab (https://fraserlab.com/) March 2023-Present
Graduate Student Researcher, James Fraser Lab (https://fraserlab.com/) June 2019-March 2023

* Developed software to detect alternative protein conformers in high-resolution protein structures
(https://github.com/ExcitedStates/qfit-3.0/)

= Performed structural bioinformatic analyses to determine differences in protein movement in
ligand-bound versus unbound structures.
*Designed and executed structural biology experiments investigating structural differences between

mutant and ligand-bound structures.

= Wrote and managed multiple research grants.

= Mentored six rotation students, one undergraduate summer intern

* Took elective project-based justice, diversity, equity, and inclusion leadership course (capstone project:
UCSF Biophysics Peer Mentorship Program) and Inclusive Research Mentor/Manager Course (TRAIN-UP)

» Reviewer for Pre-prints (biorxiv, arxiv), Acta Crystallographica, PNAS

DANA-FARBER CANCER INSTITUTE/THE BROAD INSTITUTE OF MIT & HARVARD

Computational Biologist, Eliezer Van Allen Lab (vanallenlab.dana-farber.org/) April 2017-June 2018
Associate Computational Biologist, Eliezer Van Allen Lab April 2016-April 2017

» Performed analyses on whole exome, whole genome, and RNA sequencing data
* Managed a large multi-institution research project

* Created and amended bioinformatics and statistical tools for self and lab use
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= Mentored one rotation student

» Reviewer for Clinical Cancer Research, Cancer, The Journal of Urology, British journal of cancer

DANA-FARBER CANCER INSTITUTE

Senior Research Data Specialist, Genitourinary Medical Oncology Department June 2013-April 2016

» Designed and implemented a clinical research database to collect clinical data for retrospective
bladder cancer studies

» Mentored two interns and one Research Data Specialist
* Lead multiple research operational improvement projects

» Managed all regulatory paperwork and wrote clinical research trial proposals, protocols, and consent
forms

UNIVERSITY OF MASSACHUSETTS COMMERCIAL VENTURES AND INTELLECTUAL PROPERTIES
Scientific Technical Writer September 2012-May 2013

= Wrote non-confidential technology disclosures and marketing technologies from UMass Amherst to
appropriate private companies worldwide

» Helped sell technologies from food science, microbiology, chemistry, polymer science, engineering,
and computer science departments

UNIVERSITY OF MASSACHUSETTS AMHERST

Undergraduate Research Assistant, Kimberly Tremblay Lab January 2010-May 2012

» Created a visual dictionary of hematoxylin and eosin stained mouse definitive endoderm development
from day 5 to day 16

*Performed immunohistochemistry experiments to determine the location of the progenitor cells of the
liver

FELLOWSHIPS

National Science Foundation Graduate Research Fellowship 2020-2023

Role: Graduate Fellow

University of California San Francisco, Discovery Fellowship 2020-2023

Role: Graduate Fellow

D.E. Shaw Research Women in Computational Chemistry Fellowship 2021-2021

Role: Graduate Fellow


https://www.linkedin.com/company/4507/
https://www.linkedin.com/company/4507/

AWARDS

UCSF Clements Award Lecture 2023
Keystone Symposium Travel Award 2023
UCSF Quantitive Biology Consortium Mentorship Award 2022
Scientific Leader, White House Open Science Policy Round Table 2016
MIT Hacking Medicine Winner 2014
George N. Parks Music Leadership Scholarship, University of Massachusetts Amherst 2013
Distinguished Teaching Award, Biochemistry Department, University of Massachusetts Amherst 2013
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Roth BL, Ruggero D, Taunton J, Kortemme T, Beltrao P, Vignuzzi M, Garcia-Sastre A, Shokat KM, Shoichet BK, Krogan
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cancer. Cancer Research.
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Federica Piccioni, Ole Gjoerup, Massimo Loda, Adam G Sowalsky, Leigh Ellis, Henry Long, David E Root, Kathleen Kelly,
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to chemotherapy in bladder cancer through clinical computational oncology. Cancer Research.
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Genetics. *joint first authors
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INVITED TALKS

03/2023 Keystone Symposia, Computational Design and Modeling of Biomolecules “Water Molecule
Likelihood Map for Protein and Ligand Structural Models”

11/2022 UCSF Quantitative Biology Retreat “How does ligand binding impact protein conformational
heterogeneity?” Santa Cruz, CA

10/2022 University of Massachusetts Medical School “How does ligand binding impact protein conformational
heterogeneity?” Worcester, Ma

10/2022 Dana-Farber Cancer Institute “How does ligand binding impact protein conformational heterogeneity?”
Boston, Ma

10/2022 Pittsburg Diffraction Conference. “Leveraging machine learning to detect heterogeneous features from
diffraction data“ Argonne National Lab, Lemont, IL

04/2022 Phenix Developers Meeting. “Identifying and improving the modeling of water
molecules in multiconfomer models.” Lawrence Berkeley National Lab, Berkeley, CA



06/2021 Hamburg-Harvard Series of Crystallographic Curiosities. “Assessing how side chain conformational

heterogeneity changes upon ligand binding.” Remote

05/2021 D.E. Shaw Research. “Assessing how side chain conformational heterogeneity changes upon ligand

binding.” Remote

11/2017 Center for Cancer Precision Medicine, Dana Farber Cancer Institute. “Expanding the molecular

landscape of advanced prostate cancer.” Boston, MA

LEADERSHIP EXPERIENCE

UCSF Biophysics Peer/Alumni Mentorship Co-Leader

UCSF Biophysics Executive Committee

UCSEF First Year Bootcamp Co-Leader

Leadership Team, UCSF Science Policy Group

Module Leader- Programming, UCSF Biophysics First Year Bootcamp

Co-Leader, Fundraising/Grants Committee, Women in the Enterprise of Science & Technology
Senior Member, Genitourinary Oncology Research Group

Band Manager, University of Massachusetts Amherst

TEACHING EXPERIENCE

Biophysics First Year Bootcamp Co-Leader

Teaching Assistant- NSF Graduate Research Fellowship Course
Module Leader- Biostatistics

Teaching Assistant- Introduction to Programming

Teaching Assistant- Al4All Python Module

Teaching Assistant- Introductory Biochemistry

Teaching Assistant- EMS/CPR Course

MENTORSHIP EXPERIENCE

Mentor for Yisheng Yang, UCSF rotation student

Current Status: Rotation Student

Mentor for Jonathan Browsky, UCSF rotation student

Current Status: Rotation Student

2021-2023
2020-2023
2020-2023

2019-2020

2019

2014-2018

2014-2016

2010-2012

Fall 2020-2022
Fall 2020-2021

Fall 2019

Fall 2019
Summer 2019
2012-2013
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Winter 2023

Fall 2022



Mentor for Catherine Kuhn, UCSF rotation student
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