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____________________________________________________________________
EDUCATION

University of California San Francisco, San Francisco, CA.

Ph.D., Biophysics March 2023

University of Massachusetts Amherst, Amherst, MA.

B.S., Biochemistry and Molecular Biology May 2013

WORK/RESEARCH EXPERIENCE

UNIVERSITY OF CALIFORNIA SAN FRANCISCO

Postdoctoral Scholar, James Fraser Lab (https://fraserlab.com/) March 2023-Present

Graduate Student Researcher, James Fraser Lab (https://fraserlab.com/) June 2019-March 2023

▪ Developed software to detect alternative protein conformers in high-resolution protein structures
(https://github.com/ExcitedStates/qfit-3.0/)

▪ Performed structural bioinformatic analyses to determine differences in protein movement in
ligand-bound versus unbound structures.
▪Designed and executed structural biology experiments investigating structural differences between

mutant and ligand-bound structures.

▪Wrote and managed multiple research grants.

▪ Mentored six rotation students, one undergraduate summer intern

▪ Took elective project-based justice, diversity, equity, and inclusion leadership course (capstone project:
UCSF Biophysics Peer Mentorship Program) and Inclusive Research Mentor/Manager Course (TRAIN-UP)

▪ Reviewer for Pre-prints (biorxiv, arxiv), Acta Crystallographica, PNAS

DANA-FARBER CANCER INSTITUTE/THE BROAD INSTITUTE OF MIT & HARVARD

Computational Biologist, Eliezer Van Allen Lab (vanallenlab.dana-farber.org/) April 2017-June 2018

Associate Computational Biologist, Eliezer Van Allen Lab April 2016-April 2017

▪ Performed analyses on whole exome, whole genome, and RNA sequencing data

▪ Managed a large multi-institution research project

▪ Created and amended bioinformatics and statistical tools for self and lab use

mailto:mullane.stephanie@gmail.com
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▪ Mentored one rotation student

▪ Reviewer for Clinical Cancer Research, Cancer, The Journal of Urology, British journal of cancer

DANA-FARBER CANCER INSTITUTE

Senior Research Data Specialist, Genitourinary Medical Oncology Department June 2013-April 2016

▪ Designed and implemented a clinical research database to collect clinical data for retrospective
bladder cancer studies

▪ Mentored two interns and one Research Data Specialist

▪ Lead multiple research operational improvement projects

▪ Managed all regulatory paperwork and wrote clinical research trial proposals, protocols, and consent
forms

UNIVERSITY OF MASSACHUSETTS COMMERCIAL VENTURES AND INTELLECTUAL PROPERTIES

Scientific Technical Writer September 2012-May 2013

▪Wrote non-confidential technology disclosures and marketing technologies from UMass Amherst to
appropriate private companies worldwide

▪ Helped sell technologies from food science, microbiology, chemistry, polymer science, engineering,
and computer science departments

UNIVERSITY OF MASSACHUSETTS AMHERST

Undergraduate Research Assistant, Kimberly Tremblay Lab January 2010-May 2012

▪ Created a visual dictionary of hematoxylin and eosin stained mouse definitive endoderm development
from day 5 to day 16

▪Performed immunohistochemistry experiments to determine the location of the progenitor cells of the
liver

FELLOWSHIPS

National Science Foundation Graduate Research Fellowship 2020-2023

Role: Graduate Fellow

University of California San Francisco, Discovery Fellowship 2020-2023

Role: Graduate Fellow

D.E. Shaw Research Women in Computational Chemistry Fellowship 2021-2021

Role: Graduate Fellow

https://www.linkedin.com/company/4507/
https://www.linkedin.com/company/4507/


AWARDS

UCSF Clements Award Lecture 2023

Keystone Symposium Travel Award 2023

UCSF Quantitive Biology Consortium Mentorship Award 2022

Scientific Leader, White House Open Science Policy Round Table 2016

MIT Hacking Medicine Winner 2014

George N. Parks Music Leadership Scholarship, University of Massachusetts Amherst 2013

Distinguished Teaching Award, Biochemistry Department, University of Massachusetts Amherst 2013
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than previously reported. Computational Crystallography Newsletter.
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Pilla KB, Ganesan SJ, Saltzberg DJ, Rakesh R, Liu X, Rosenthal SB, Calviello L, Venkataramanan S, Liboy-Lugo J, Lin Y,
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d’Enfert C, Mukherjee S, Jacobson M, Malik HS, Fujimori DG, Ideker T, Craik CS, Floor SN, Fraser JS, Gross JD, Sali A,
Roth BL, Ruggero D, Taunton J, Kortemme T, Beltrao P, Vignuzzi M, García-Sastre A, Shokat KM, Shoichet BK, Krogan
NJ. (2020). A SARS-COV-2 protein interaction map reveals targets for drug repurposing. Nature.
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Wassarman DR, Wu TS, Barrero D, Caggiano C, Catching A, Cavazos TB, Estes L, Faust B, Fink EA, Goldman MA,
Gomez YK, Gordon MG, Gunsalus LM, Hoppe N, Jaime-Garza M, Johnson MC, Jones MG, Kung AF, Lopez KE, Lumpe
J, Martyn C, McCarthy EE, Miller-Vedam LE, Navarro EJ, Palar A, Pellegrino J, Saylor W, Stephens CA, Strickland J,
Torosyan H,Wankowicz SA, Wong Dr, Wong G, Redding S, Chow ED, DeGrado WF, Kampmann M. (2020). Robust
Sequence Determinants of alpha-Synuclein Toxicity in Yeast Implicate Membrane Binding. ACS Chemical Biology.

Bellmunt J, Kim J, Reardon B, Perera-Bel J, Orsola A, Rodriguez-Vida A,Wankowicz SA, Bowden M, Barletta J, Morote
J, de Torres I, Lloreta-Trull J, Mouw K, Taplin ME, Cejas P, Long H, Van Allen E, Getz G, Kwiatkowski D. (2020). Genomic
predictors of good outcome, recurrence or progression in High grade T1 (HGT1) non-muscle invasive (NMI) bladder
cancer. Cancer Research.

Hwang JH, Seo J, Beshiri ML,Wankowicz SA, Liu D, Cheung A, Li J, Qiu X, Hong AL, Botta G, Golumb L, Richter C, So
J, Gabriel J Sandoval, Andrew O Giacomelli, Seav Huong Ly, Celine Han, Chao Dai, Hubert Pakula, Anjali Sheahan,
Federica Piccioni, Ole Gjoerup, Massimo Loda, Adam G Sowalsky, Leigh Ellis, Henry Long, David E Root, Kathleen Kelly,
Eliezer M Van Allen, Matthew L Freedman, Atish D Choudhury, William C Hahn. (2019). CREB5 promotes resistance to
androgen-receptor antagonists and androgen deprivation in prostate cancer. Cell Reports.
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to chemotherapy in bladder cancer through clinical computational oncology. Cancer Research.
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W, Taylor BS, Scher HI, Nelson PS, de Bono JS, Rubin MA, Sawyers C., Chinnaiyan A, PCF/SU2C International Prostate
Cancer Dream Team, Schultz, N., Van Allen, E.M. (2018). The long tail of oncogenic drivers in prostate cancer. Nature
Genetics. *joint first authors
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anti-PD-1/PD-L1 therapy in metastatic clear cell renal cell carcinoma. Science.
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Allen, EM. (2018). Genomic correlates of response to immune checkpoint blockade in microsatellite-stable solid
tumors. Nature genetics.



Wankowicz SA, Maile B, Deutsch K, Hayden A, Brown E, Marsilje T, Caldwell B, Simoncell T, Van Allen EM. (2018).
Patient-driven efforts to liberate clinical cancer genomic data. OSF Preprints.

Velasco G*,Wankowicz SA*, Madison R, Ali SM, Norton C, Duquette A, Ross JS, Bossé D, Lalani AKA, Miller VA,
Stephens PJ, Young L, Hakimi AA, Signoretti SS, Pal SK, Choueiri TK. (2018). Targeted genomic landscape of
metastases compared to primary tumours in clear cell metastatic renal cell carcinoma. British journal of cancer.
*joint first authors
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C, Salipante S, Taplin ME, Beltran H, Rubin M, Cieslik M, Robinson D, Heath E, Schultz N, Armenia J, Abida W, Scher H,
Lord C, D’Andrea A, Sawyers C, Chinnaiyan A, Alimonti A, Nelson P, Drake C, Van Allen E, de Bono, JS. (2018).
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Journal of clinical investigation.
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genomically selected patients with metastatic urothelial carcinoma. British journal of cancer.
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platinum-treated advanced urothelial carcinoma. Clinical Cancer Research.

Sevillano E, Werner L, Bossé D, Lalani AA,Wankowicz SA, de Velasco G, Farina M, Lundgren K, Choueiri TK,
González Del Alba A, Bellmunt J. (2017). Upper Tract Urothelial Carcinomas: Prognostic Factors and Outcomes in
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therapy. BJU International.
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Bellmunt J, Zhou CW, Mullane SA, Werner L, Taplin ME, Fay AP, Choueiri TK, Orsola A, Takeda DY, Hahn WC, Kim
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Rosenberg, J. (2015). Somatic copy number abnormalities and mutations in PI3K/AKT/mTOR pathway have prognostic
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Bellmunt J, Selvarajah S, Rodig S, Salido M, de Muga S, Costa I, Bellosillo B, Werner L, Mullane SA, Fay AP, O’Brien R,
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Orsola A, L. Werner, de Torres I, Martin-Doyle W, Raventos CX, Lozano F, Mullane SA, Leow JJ, Barletta JA, Bellmunt J,
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Leow J, Fay AP, Mullane SA, Bellmunt, J.(2015). Perioperative Therapy for Invasive Bladder Cancer.
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Mullane, SA. Comparing Dose Response Models based on the Cost Benefit Analysis of The Disinfectant/Disinfection By
Product Rule. Undergraduate Honors Senior Thesis, 2013, Advisors: Dr. Paul Kostecki, Dr. Christine Crago, Dr. Edward
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INVITED TALKS

03/2023 Keystone Symposia, Computational Design and Modeling of Biomolecules “Water Molecule
Likelihood Map for Protein and Ligand Structural Models”

11/2022 UCSF Quantitative Biology Retreat “How does ligand binding impact protein conformational
heterogeneity?” Santa Cruz, CA

10/2022 University of Massachusetts Medical School “How does ligand binding impact protein conformational
heterogeneity?”Worcester, Ma

10/2022 Dana-Farber Cancer Institute “How does ligand binding impact protein conformational heterogeneity?”
Boston, Ma

10/2022 Pittsburg Diffraction Conference. “Leveraging machine learning to detect heterogeneous features from
diffraction data“ Argonne National Lab, Lemont, IL

04/2022 Phenix Developers Meeting. “Identifying and improving the modeling of water
molecules in multiconfomer models.” Lawrence Berkeley National Lab, Berkeley, CA



06/2021 Hamburg-Harvard Series of Crystallographic Curiosities. “Assessing how side chain conformational
heterogeneity changes upon ligand binding.” Remote

05/2021 D.E. Shaw Research. “Assessing how side chain conformational heterogeneity changes upon ligand
binding.” Remote

11/2017 Center for Cancer Precision Medicine, Dana Farber Cancer Institute. “Expanding the molecular
landscape of advanced prostate cancer.” Boston, MA

LEADERSHIP EXPERIENCE

UCSF Biophysics Peer/Alumni Mentorship Co-Leader 2021-2023

UCSF Biophysics Executive Committee 2020-2023

UCSF First Year Bootcamp Co-Leader 2020-2023

Leadership Team, UCSF Science Policy Group 2019-2020

Module Leader- Programming, UCSF Biophysics First Year Bootcamp 2019

Co-Leader, Fundraising/Grants Committee, Women in the Enterprise of Science & Technology 2014-2018

Senior Member, Genitourinary Oncology Research Group 2014-2016

Band Manager, University of Massachusetts Amherst 2010-2012

TEACHING EXPERIENCE

Biophysics First Year Bootcamp Co-Leader Fall 2020-2022

Teaching Assistant- NSF Graduate Research Fellowship Course Fall 2020-2021

Module Leader- Biostatistics Fall 2019

Teaching Assistant- Introduction to Programming Fall 2019

Teaching Assistant- AI4All Python Module Summer 2019

Teaching Assistant- Introductory Biochemistry 2012-2013

Teaching Assistant- EMS/CPR Course 2010-2013

MENTORSHIP EXPERIENCE

Mentor for Yisheng Yang, UCSF rotation student Winter 2023

Current Status: Rotation Student

Mentor for Jonathan Browsky, UCSF rotation student Fall 2022

Current Status: Rotation Student



Mentor for Catherine Kuhn, UCSF rotation student Spring 2022

Current Status: Graduate student in Tanja Kortemme Lab

Mentor for Sophia Staggers, Undergraduate Student for BioXfel Summer 2021

Current Status: Graduate student at the University of Pittsburg

Mentor for Camille Moore, UCSF rotation student Winter 2021

Current Status: Graduate student in Geeta Narlikar Lab

Mentor for Kyle Anderson, UCSF rotation student Summer 2020

Current Status: Graduate student in Charlie Craik Lab


